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OVERVIEW: OUR ENVIRONMENT? A DISASTER! THE VIRTUAL SPONGE A NEW CHASSIS : Pseudovibrio denitrificans

Sponges can filter 1200 times their volume per day
BUT: Internal Quantity of compound VS External Concentration ?

70% industrial 14x10° tons of litter/year A 5-step process to turn an unknown bacteria into an iGEM chassis:
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Development of a new transposase system

Purcent of alignment

TWO GENETIC CIRCUITS IN THE MICROBIOTE
PHENOL SENSORS:

Improvement of phenol sensor

Model of phenol sensors activities

. . . Construction:
Model of the sponge ability to optimize sensing - -

< A constitutively-expressed will bind to
POLICY & PRACTICES MODELLING PREDICTIONS FOR SENSORS ., gl - ﬁ- s» PO to promote expression, only when
PHENOL : (Kappa: Stochastic Rule-based modelling) e binds to phenol.

Two versions: BBa 1413001 & BBa_ 1413002 with a stronger RBS.

2 MODELS: - Model 1 : one phenol bind each DmpR dimere. Characterization:
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» Reflection: Synbio wants to be the engineering of biology, but is
inelegant and unpredictable. Kludges are inherent to the creative
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